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General Overview

The UCSC Genome Browser is a valuable
resource for viewing and sharing genomic data
with another researcher. In rare occasions:

Manual Source Installation

e Not easy to setup, even for experienced
Unix administrators (manual installation

Why Choose GBIC?

Can be completely offline

IT admin cannot accept a virtual machine image (GBIB)
Manually edit the script for customization options

Best performance when rendering local BAM, bigWig,
bigBed files (similar to GBIB)

Supported Operating

Systems

instructions)

e Install linux packages and update the linux
distribution yourself

e Apply UCSC data updates yourself using

% Ubuntu 18/20 LTS
% Centos 7.2/8
% Fedora 20

e Users would like to view sensitive
information--such as patient data--or extremely

large files e Relatively simple to install on a bare metal server,
o Track and assembly hubs are not a feasible virtual machine or cloud instance -- just run the script * Amazon EC2 (Centos) rsync or MySQL table loads
option to view the data (cannot send data e Free for academic and personal use -- License required % Microsoft Azure (Ubuntu) e Configuration changes on our side may

for commercial use break your setup

Running The Script

The first argument of the script is called the command. The first
command that you will need to run is install, which installs the
Genome Browser dependencies, binary files and basic MySQL

over the internet)
e Slow internet connections can also impede
genomic analysis

In these instances, sending data over the internet
IS not feasible. The Genome Browser in a Box
(GBiB) is a great alternative to the GBIC script

browserSetup.sh [options] [command] [assemblyList] - UCSC genome browser install script

command is one of:
install — install the genome browser on this machine. This is usually
required before any other commands are run.

. i I TR Y - 1 minimal — download only a minimal set of tables. Missing tables are
- When you do not have a web server (MariaDB) infrastructure. A minimal installation of hg38 uses o o et ot
00 6@ UCSC Genome Browser Home X 4 5 SGb Of d|Sk SpaCe A fu" mirror Of hg38 COUId require 5_6TB to mirror - download a full assembly (also see the —t option below).
. . . ] No data is downloaded on-the-fly from UCSC.
N C e x Store a” genOme annOtatK)n traCkS_ > update - update the genome browser software and data, updates
i Apps & B3 ML B3 Wiki ES Redmine [5 allGBs [ Health & Benefits B Google Translate M Inbox - UC Santa... 4 Google Scholar all tables of an assembly, like "mirror"

cgiUpdate - update only the genome browser software, not the data. Not
recommended, see documentation.
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sudo bash browserSetup.sh -b install

. clean - remove temporary files of the genome browser older than one
(2) Genomes Genome Browser Tools Mirrors Downloads My Data Projects Help About Us day, but do not delete any uploaded custom tracks
addTools — copy the UCSC User Tools, e.g. blat, featureBits, overlapSelect,

Our tools wagrant:-$ sudo bash browserSetup.sh -b install

bedToBigBed, pslCDnaFilter, twoBitToFa, gff3ToGenePred,
bedSort, ... to /usr/local/bin

m Genome Browser
interactively visualize genomic data

B COVID-19 Research

use the SARS-CoV-2 genome browser and explore coronavirus datasets parameters for 'minimal', 'mirror' and 'update':

<assemblyList> — download MySQL + /gbdb files for a space-separated
list of genomes

m BLAT Detected 0S: linux/debian, bullseye/sid

rapidly align sequences to the genome

B Table Browser
download data from the Genome Browser database

m Variant Annotation Integrator
get functional effect predictions for variant calls

B Data Integrator
combine data sources from the Genome Browser database

m Genome Browser in a Box (GBiB)
run the Genome Browser on your laptop or server

B |n-Silico PCR
rapidly align PCR primer pairs to the genome

m LiftOver
convert genome coordinates between assemblies

B Track Hubs
import and view external data tracks

m REST API
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This script will go through three steps:
1 - setup apache and mysql, open port 8@, deactivate SELinux

2 - copy CGI binaries into /usr/local/apache/cgi-bin, html files into /usr/local/apache/htdocs
3 - optional: download genome assembly databases into mysql and /gbdb

e Features are always being added to the GBIC script
e For a more detailed tutorial, visit: https://bit.ly/3AJVREN

This script will now install and configure Mysql and Apache if they are not yet installed.
Your distribution's package manager will be used for this.
If Mysqgl is not installed yet, it will be installed, secured and a root password defined.

e To download the GBIC script from the Genome Browser
store, visit: https://genome-store.ucsc.edu/

This script will also deactivate SELinux if active and open port 8@/http.
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Have questions?
Send us a question on our public mailing list:
genome@soe.ucsc.edu
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Genome Browser tutorials and videos:
https://genome.ucsc.edu/training/index.html

https:/bit.ly/3FUMZKG
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