ASSEMBLY HUBS

Display novel genome sequence
using the UCSC Genome Browser

UNIVERSITY OF CALIFORNIA

Format your files

available on your web server

myHub/ - directory to organize your files on this hub
hub.txt — primary reference text file to define the hub, refers to:
genomes.txt — definitions for each genome assembly on this hub
newOrg1l/ - directory of files for this specific genome assembly

newOrgl.2bit — “2bit’ file constructed from your fasta sequence
description.html — information about this assembly for users
trackDb.txt — definitions for tracks on this genome assembly
groups.txt — definitions for track groups on this assembly
bigWig and bigBed files — data for tracks on this assembly
external track hub data tracks can be displayed on this assembly
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More information:
genomewiki.ucsc.edu/index.php/Assembly Hubs
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