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General Overview Installing a virtual box | r— § vagrant ssh

Welcome to Ubuntu 20.04.2 LTS (GNU/Linux 5.4.0-80-generic x86_64)

The UCSC Genome Browser is a valuable Best to be used on a fresh install of an operating system. Vagrant boxes can * Documentation: https://help.ubuntu.com
resource for viewing and sharing genomic data quickly setup a virtualbox for the linux operating system. s i cowavartage
W|th Other researCherS System information as of Tue 28 Sep 2021 09:48:41 PM UTC
System load: 0.41 Processes: 117
e On occasion, users would like to view sensitive vagrant init box/name # this installs the vm and makes a Vagrantfile oSl e of o131 Users; logged 1n: )
. f t h t td t t I vim Vagrantfile # if need be h;l::grﬁst;;:?e. é:;% IPv4 address for eth@: 10.0.2.15
IN orm_a ION--SUCN as patient adata--or extremely vagrant up # starts the VM
large files.

This system is built by the Bento project by Chef Software

o SIOW internet ConneCtionS can aISO |mpede Mor'e lnfor'matlon ;an be found at https://github.com/chef/bento
genomic analysis. |

In these instances, sending data over the internet Running the script

IS not feasible.

browserSetup.sh [options] [command] [assemblyList] - UCSC genome browser install script

The first argument of the script is called the command. The first

1 : PR : - command is one of:
Why GBIiC? command that you will need to run is install, which installs the T e e hrueeti e e e
| Genome Browser dependencies, binary files and basic MySQL iy o (s e
¢ Can be Completely Ofﬂlne (ManaDB) infraStr'UCture: downloaded on-the-fly from UCSC.
" mirror — download a full assembly (also see the -t option below).
© Pd() (jfitfi SSEBf]t over tr]Ea If]tEBFf]EBt No data is downloaded on-the-fly from UCSC.
PY Customization Op“ons update - update the genome browser software and data, updates
: do bash b Setup.sh -b install all tables of an assembly, like "mirror"
e Best performanCe when renderlng local RS s =etEes R e R cgiUpdate - update only the genome browser software, not the data. Not
. . . . recommended, see documentation.
BAM/b|gW|g/b|gBed f||eS clean — remove temporary files of the genome browser older than one
. . . . . vagrant®vagrant: ~$ sudo bash b Setup.sh -b install day, but do not delete any uploaded custom tracks
® RelathG'Y Slmple to install on a virtual machine B oLele 1 T addTools - copy the UCSC User Tools, e.g. blat, featureBits, overlapSelect,

bedToBigBed, pslCDnaFilter, twoBitToFa, gff3ToGenePred,
bedSort, ... to /usr/local/bin

or cloud instance --- just run the script

Detected 0S: linux/debian, bullseye/sid

parameters for 'minimal', 'mirror' and 'update':
<assemblyList> — download MySQL + /gbdb files for a space-separated
list of genomes

Supported Operatinc

This script will go through three steps:
1 - setup apache and mysql, open port 8@, deactivate SELinux

e Ubuntu 18/20 LTS 2 - copy CGI binaries into /usr/local/apache/cgi-bin, html files into /usr/local/apache/htdocs

° CentOS 72/8 3 - optional: download genome assembly databases into mysql and /gbdb Features are alwayS being added tO the GB|C inSta”atiOn

® Fedora 20 This sc.:r'ip’.c wi}l now install and conf?gur‘e Mysql and Apgche if they are not yet installed. Script_ For a more deta”ed tutorial, ViSit:

Your distribution's package manager will be used for this. .
e Amazon EC2 (CentOS) If Mysql is not installed yet, it will be installed, secured and a root password defined. https://g|thUb.Com/UCSCGenOmeBrOWSGr/kent/tree/maSter/Sr
e Microsoft Azure (UbuntU) This script will also deactivate SELinux if active and open port 8@/http. C/prOdUCt/lnSta”er
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